
Table S1. Primer and polymorphism information for three plastid DNA sequence regions studied in Restio capensis, including region 

name, primer name, forward and reverse primer sequences, length of analyzed sequence regions, numbers of SNPs and Indels detected, 

and primer source. 

 

 

 

 

 

 

*Primer used for population-level sequencing of amplicons. †References for previously published primer pairs can be found in the 

main paper. 

Region Primer Sequence Length SNPs Indels Source† 

ssrt9 F* AAACTACCGGTTTCGCTTGGTGG 417 2 0 newly designed 

 R ACCAGTAGGTCCTTGGGCGGAT     

ndhA intron F GCYCAATCWATTAGTTATGAAATACC 305 2 0 Shaw et al. 2007 

 R* GGTTGACGCCAMARATTCCA     

psbD Exon F* CCTTGTGCYTATTTCGCYTTA 466 1 0 Scarcelli 2011 

 R TTCATGAGGCTGATCCTGAG     


